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Supplementary Figure S1. PFAP2-06B occupancy at representative apiap2 genes
and invasion genes. (A): PFAP2-06B binding apiap2 genes profiles across the schizont
stage[ 1], including Reads per Kilobase of sequence per Million mapped reads of ChlIP,
Reads per Kilobase of sequence per Million mapped reads of input, and log2-
transformed ChIP/input fold enrichment. (B) PfAP2-06B binding representative
invasion genes profiles across the schizont stage[1], including Reads per Kilobase of
sequence per Million mapped reads of ChIP, Reads per Kilobase of sequence per
Million mapped reads of input, and log2-transformed ChIP/input fold enrichment.
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